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3 <110> APPLICANT: Jomaa, Hassan 
•5 <120> TITLE OF INVENTION: Gene des 1 -Desoxy -D-xylulose -Diosynthesewegs 
7 <130> FILE REFERENCE: 15696 
C--> 9 <140> CURRENT APPLICATION NUMBER: US/09/806,080 
C--> 10 <141> CURRENT FILING DATE: 2001-03-22 
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20 <170> SOFTWARE: Patentln Ver . 2.1 

22 <210> 3BQ ID NO: 1 

23 <211> LENGTH: 1467 

24 <2T2> TYPE: DNA 

□ 25 <213> ORGANISM: Plasmodium falciparum 

, tQ 27 <220> FEATURE: 

^ 28 <221>- .NAME/KEY: CDS 

i 29 <2-^2>- LOCATION: (1) . . (14 67) 

Ul 31 <220> FiilATUKE: 

01 3*^ <221> NAME/KEY: gene 

n 33 <222> LOCATION: (1)..(1467) 

^ 35 <220> FEATURE: 

^ 3b <22i> NAME/KEY: mUNA 

D 37 <222> LOCATION: (1)..(1467) 
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370. 375 380 

cag gtt tea act ctt aca ttt cat aaa cct tct tta gaa cat 
Gin Val Ser Thr Leu Thr Phe His Lys Pro Ser Leu Glu His 
385 390 395 

tgt att aaa tta get tat caa gca ggt ata aaa gga aac ttt 
Cys He Lys Leu Ala Tyr Gin Ala Gly He Lys Gly Asn Phe 
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<210> SEQ ID NO: 2 
<213> LENGTH: 488 
<212> TYPE: PKT 

<213> ORGANISM: Plasmodium falciparum 
<400> SEQUENCE: 2 

Met Lys Lys Tyr lie Tyr He Tyr Phe Phe Phe He Thr He Thr He 
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Asn Asp Leu Val He Asn Asn Thr Ser Lys Cys Val Ser He Glu Arg 
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Leu Pro Glu Tyr Leu Cys He His Asp Lys Ser Val Tyr Glu Glu Leu 
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Lys Glu Leu Val Lys Asn He Lys Asp Tyr Lys Pro He He Leu Cys 
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Gly Asp Glu Gly Met Lys Glu He Cys Ser Ser Asn Ser He Asp Lys 
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266 <210> SEQ ID NO: 3 

267 <211> LENGTH: 3872 

268 <212> TYPE: DNA 

269 <213> ORGANISM: Plasmodium falciparum 

271 <220> FEATURE: 

272 <221> NAME/KEY: CDS ^ 

273 <222> LOCATION: ( 126 )..( 3740 ) 

275 <220> FEATURE: 

276 <221> NAME/KEY: gene 
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